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Abstract

Fermentation balances and growth yields were determined with various bacteria fermenting lactate to acetate plus propionate either via
methylmalonyl CoA or via acrylyl CoA. All strains fermented lactate to acetate plus propionate at approximately a 1:2 ratio. Growth
yields of Propionibacterium freudenreichii were more than twice as high as those of Clostridium homopropionicum or Veillonella parvula.
Hydrogen was formed as a side product to a significant extent only by V. parvula and Pelobacter propionicus ; the latter formed hydrogen
preferentially when using ethanol as substrate. Acrylyl CoA reductase of C. homopropionicum and Clostridium neopropionicum was found
nearly exclusively in the cytoplasm thus confirming that this reduction step is unlikely to be involved in energy conservation. C.
homopropionicum exhibited higher KS and higher Wmax values, as well as higher specific substrate turnover rates than P. freudenreichii. The
results allow us to conclude that C. homopropionicum using the acrylyl CoA pathway with low growth yield obtains its specific competitive
advantage compared to P. freudenreichii not through higher substrate affinity or metabolic shift toward enhanced acetate plus hydrogen
formation but through faster specific substrate turnover.
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1. Introduction

Lactate is fermented to acetate and propionate by var-
ious bacteria including Propionibacterium spp. and many
others. The overall fermentation according to:

3 CH3CHOHCOO ! CH3COO þ 2 CH3CH2COO þ

CO2 þH2O ð1Þ

vGo0 ¼ 170 kJ per 3 mol lactate

yields su⁄cient energy to allow synthesis of at least 2 mol
ATP per 3 mol lactate, assuming that an amount of at
least +70 kJ is needed for synthesis of 1 mol ATP under
physiological conditions [1,2]. Bacteria forming propionate
via the methylmalonyl-CoA pathway, e.g. Propionibacte-

rium freudenreichii, synthesize 1 ATP by substrate-level
phosphorylation via phosphotransacetylase and acetate ki-
nase, and further 2U2/3 ATP by electron transport phos-
phorylation in fumarate reduction to succinate [3,4]. In
contrast, bacteria using the acrylyl-CoA pathway have
not been reported to be able to conserve metabolic energy
in the reductive branch of their fermentation [5], thus leav-
ing them with only 1 mol ATP formed per 3 mol lactate
fermented. Veillonella parvula uses the methylmalonyl-
CoA pathway including fumarate reductase-dependent
electron transport phosphorylation. However, it carboxy-
lates pyruvate to oxaloacetate by an ATP-consuming step,
the energy of which is recovered only in part by a sodium
ion-translocating methylmalonyl-CoA decarboxylase [6 8].
Thus, the energy yield for V. parvula during lactate fer-
mentation should be substantially lower than that of P.
freudenreichii.
The expected di¡erences in energy yields of these fer-

mentations raised the question what the strategic advan-
tage of lower energy conservation compared to highly e⁄-
cient energy exploitation might be. Strategies could aim at
higher substrate a⁄nity, higher speci¢c substrate turnover
rates, or higher metabolic £exibility, e.g. by shifting the

* Corresponding author. Tel. : +49 (7531) 882140;
Fax: +49 (7531) 882966.

E-mail address: bernhard.schink@uni-konstanz.de (B. Schink).

1 Present address: Department of Microbiology and Immunology,
University of Melbourne, Vic. 3010, Australia.

http://www.sciencedirect.com/science/journal/03781097
http://nbn-resolving.de/urn:nbn:de:bsz:352-opus-60535
http://www.ub.uni-konstanz.de/kops/volltexte/2008/6053/


fermentation towards higher acetate formation with simul-
taneous interspecies hydrogen transfer. We therefore exam-
ined the energy metabolism and growth yields of bacteria
using the various fermentation pathways under compara-
ble conditions, checked for possible energy conservation in
acrylyl-CoA reduction, and also examined the fermenta-
tion stoichiometries under various growth conditions.

2. Materials and methods

2.1. Strains used

Clostridium homopropionicum (DSM 5847T), Clostridium
neopropionicum (DSM 3847T), P. freudenreichii (DSM
20271T), V. parvula (DSM 2008T), Pelobacter propionicus
(DSM 2379T) and Methanospirillum hungatei (DSM 864T)
were obtained from Deutsche Sammlung von Mikroorga-
nismen und Zellkulturen GmbH, Braunschweig, Germany.

2.2. Cultivation

All strains were grown in bicarbonate-bu¡ered cysteine-
or sul¢de-reduced mineral salts medium as described ear-
lier [9,10]. Growth experiments were carried out in 26-ml
Hungate tubes sealed with butyl rubber stoppers and ¢lled
with 13 ml culture medium; headspaces were gassed with
N2/CO2 (80/20%). Growth was followed by turbidity mea-
surement with a Spectronic 70 spectrophotometer at 540
nm wavelength (Bausch and Lomb, Rochester, MN,
USA). Growth yield determinations were calibrated by
gravimetric determination of dry cell mass grown in 1-l
cultures. Larger amounts of cells were grown either in
10-l bottles or in serum bottles of various sizes, sealed

with butyl rubber stoppers. For cultivation in continuous
culture, 300- or 500-ml vessels were used with no head-
space, sealed with butyl rubber septa.

2.3. Kinetic studies

Half-saturation constants for substrate uptake were de-
termined in continuous culture or in static assays with
dense cell suspensions. Substrate depletion curves of cell
suspensions were ¢tted with a non-linear regression anal-
ysis based on a three-parameter version of the Michaelis
Menton equation (Origin, MicroCal Software, Northamp-
ton, MA, USA).

2.4. Preparation of cell-free extracts

Cells were harvested in the late exponential growth
phase and washed with oxygen-free 50 mM potassium
phosphate bu¡er, pH 7.0. Cells were broken by repeated
French press treatment anoxically under N2, and unbro-
ken cell debris was removed by centrifugation at 10 000Ug
for 10 min. Cytoplasmic fraction and membranes were
separated by centrifugation at 100 000Ug for 30 min.

2.5. Cytochromes

Cytochromes were determined in cell-free extracts and
in membrane and cytoplasmic fractions via redox di¡er-
ence spectra (dithionite-reduced minus air-oxidized) taken
with a double-beam spectrophotometer (Uvikon, Kon-
tron, Zu«rich, Switzerland). Cytochromes were identi¢ed
by their absorption peaks [11]; cytochrome b was quanti-
¢ed using an extinction coe⁄cient of 17.5 cm2

Wmol 1 for
the K-band [12].

Table 1
Fermentation stoichiometries and growth parameters of bacteria fermenting lactate to acetate and propionate

Strain Incubation Growth
condition

Lactate
consumed
(mM)

Products formed (mM) Ac.:prop.
ratio

pmaxH2 (Pa) YS (g mol 1)

acetate propio-
nate

hydro-
gen

methane

C. homopropionicum N2/CO2 batch 16.7 7.3 14.3 0.5 1:1.95 530 2.6
N2/CO2 continuous 10.0 3.0 5.9 1:1.99 1.5
N2/CO2/H2 batch 23.5 7.2 14.2 1:1.98 2.4
M. hungatei batch 21.6 6.9 14.0 6 0.1 0.4 1:2.03 3.0

P. freudenreichii N2/CO2 batch 8.7 6.4 13.2 0 1:2.06 6.0
N2/CO2 continuous 10.2 3.3 6.9 1:2.09 5.5
N2/CO2/H2 batch 17.2 6.5 13.6 1:2.09 6.3

V. parvula N2/CO2 batch 23.1 6.5 12.2 1.0 1:1.87 2500 2.2
N2/CO2 continuous 16.3 5.3 10.0 1:1.88 2.4
N2/CO2/H2 batch 20.0 8.1 14.5 1:1.79 2.7
M. hungatei batch 21.5 8.2 12.4 6 0.1 1.5 1:1.51 3.0

P. propionicus N2/CO2 batch 5.6 1.9 3.54 6 0.1 1:1.86 150 3.82

Batch culture experiments were carried out under three di¡erent incubation conditions: N2/CO2 atmosphere, N2/CO2 atmosphere plus 0.5 bar hydrogen,
N2/CO2 atmosphere and excess M. hungatei (optical densities of 0.15 0.25). All data are average results of ¢ve growth experiments corrected against
control sets without substrate addition.
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2.6. Enzyme assays

Enzyme assays were carried out anoxically at 25‡C in
1.5-ml glass or quartz cuvettes with 1-cm light path sealed
with rubber stoppers. All reagents were degassed and
£ushed twice with N2. Absorbance was followed with a
spectrophotometer (100-40, Hitachi, Tokyo). Fumarate re-
ductase was measured according to [13], with 5 mM
MgCl2 instead of 10 mM MgSO4 in the bu¡er. Acyl-
CoA dehydrogenases were measured with a 2,6-dichloro-
phenolindophenol-dependent assay [14]. Acrylyl-CoA re-
duction was quanti¢ed with reduced benzyl viologen as
electron donor, 5 mM acrylate as substrate, and 0.15
mM propionyl-CoA for acrylate activation via CoA-trans-
ferase.

2.7. Chemical analyses

Alcohols and fatty acids were determined by ion ex-
change liquid chromatography [15] with optical refraction
detection (column: ORH-80, Interaction Chromatogra-
phy, San Jose, CA, USA; detector: ERC-7512, Sykam,
Gauting, Germany). Hydrogen was measured by gas chro-
matography (Carbosieve SII, Sulpeco, Sulzbach, Ger-
many) with heat conductivity detection (HWD 430, Carlo
Erba, Milan, Italy) or by a mercury reduction detector
(RGD2, Trace Analytical, Menlo Park, CA, USA). Pro-
tein was determined with a protein test kit (BioRad) modi-
¢ed after [16].

2.8. Chemicals

Chemicals used were of analytical grade, and were ob-
tained from Fluka (Buchs, Switzerland), Riedel-de Hae«n
(Seelze, Germany) and Merck (Darmstadt, Germany).
Acyl-CoA esters were purchased from Sigma (Mu«nchen,
Germany).

3. Results

3.1. Fermentation stoichiometries and growth yields

Fermentation stoichiometries and growth yields were

determined in static and in continuous cultures of C. ho-
mopropionicum, P. freudenreichii, V. parvula, and P. pro-
pionicus, with lactate as substrate. As shown in Table 1, all
strains fermented lactate to acetate and propionate, nearly
exactly at a 1:2 ratio. The presence of hydrogen in the gas
phase had no in£uence on the fermentation pattern. Only
C. homopropionicum and V. parvula produced small
amounts of hydrogen as a side product; addition of M.
hungatei as a hydrogen scavenger did not cause a signi¢-
cant shift of the fermentation balance towards increased
acetate formation. As expected, molar growth yields of P.
freudenreichii were more than twice as high as those of C.
homopropionicum or V. parvula.

3.2. Localization of acrylyl-CoA reductase activity

Acrylyl-CoA reductase activity was measured in a
coupled test with acrylate and propionyl-CoA since e¡orts
to chemically synthesize acrylyl-CoA failed. In cell-free
extracts of C. homopropionicum, acrylyl-CoA reduction
with reduced benzyl viologen was measured at 2.5 3.2
Wmol min 1 (mg protein) 1, which was equivalent to the
physiological activity of growing cells (2.3 3.0 Wmol min 1

(mg protein) 1). This activity was nearly exclusively
(s 90%) localized in the cytoplasmic fraction. In the re-
verse direction with 2,6-dichlorophenol indophenol as ac-
ceptor, an acyl-CoA dehydrogenase was detected which
exhibited far lower activities (0.02 0.09 Wmol min 1 (mg
protein) 1), both with propionyl-CoA or butyryl-CoA.
This activity was not membrane-bound either. Similar re-
sults were obtained with extracts of C. neopropionicum
(not shown). In extracts of P. freudenreichii, V. parvula,
and P. propionicus, no acrylyl-CoA reductase activity
could be found.

3.3. Ethanol fermentation by P. propionicus

P. propionicus can also use ethanol as substrate. Acetate
and propionate were formed again at a 1:2 ratio, but the
molar growth yield with ethanol was less than half that
obtained with lactate (Table 2). Ethanol fermentation in
the presence of hydrogen led to signi¢cant formation of
propanol as a coproduct, probably through exchange be-
tween acetyl-CoA and propionyl-CoA. Moreover, ethanol

Table 2
Fermentation stoichiometries and growth parameters of P. propionicus growing with ethanol

Incubation Substrate
consumed
(mM)

Products formed (mM) Ac:prop.
ratio

pmaxH2 (Pa) Wmax (h 1) YS (g mol 1)

acetate propio-
nate

hydrogen methane other

N2/CO2 21.8 8.4 14.5 0.7 1:1.73 3300 0.10 1.6
N2/CO2/H2 22.2 8.3 9.7 3.1 (propanol) 1:1.17 0.09 1.4
M. hungatei 22.9 12.7 8.6 6 0.1 5.4 1:0.68 0.12 1.7

Experiments were carried out under three di¡erent incubation conditions, in the absence or presence of M. hungatei (optical densities of 0.15 to 0.25).
All data are average results of ¢ve growth experiments corrected against control sets without substrate addition.
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fermentation released substantially more hydrogen than
lactate fermentation. In the presence of M. hungatei as a
hydrogen scavenger, ethanol fermentation was shifted sub-
stantially towards higher acetate formation (Table 2).
Despite the observed di¡erences in growth yields on

lactate versus ethanol, no di¡erences could be detected
after growth with either substrate with respect to fumarate
reductase activity (0.131R 0.08 Wmol min 1 (mg mem-
brane protein) 1) or the cytochrome b content
(0.69R 0.02 Wmol (mg membrane protein) 1).

3.4. Substrate uptake kinetics

Saturation constants (KS) were determined with lactate
as substrate, either in dense suspensions of statically
grown cells or in continuous cultures. P. freudenreichii
exhibited the highest a⁄nity, i.e. the lowest KS for lactate,
followed by V. parvula, and C. homopropionicum (Table 3).
Substrate depletion kinetics with statically grown cells and
KS values determined in continuous cultures at half-max-
imal dilution rates did not di¡er systematically (not
shown). On the other hand, the speci¢c lactate comsump-
tion rate, qmax, was highest with V. parvula, followed by C.
homopropionicum, and was substantially lower with P.
freudenreichii and P. propionicus. Apparently, the organ-
isms conserving less energy per reaction compensated this
disadvantage by higher growth rates and, as a conse-
quence of their low growth yields, even higher substrate
consumption rates.
A similar situation is observed with P. propionicus grow-

ing either with lactate or with ethanol. Growth with etha-
nol yielded substantially less cell mass than growth with
lactate, but ethanol uptake was more than four times fast-
er (36 73 Wmol h 1 g1) than lactate uptake (7.9 Wmol h 1

g1 ; Table 3), thus compensating for the lower energy sup-
ply rate provided with this energetically less valuable sub-
strate.

4. Discussion

This study documents that energy conservation during
lactate fermentation to acetate plus propionate under di-
rectly comparable conditions di¡ers substantially between
bacteria using the methylmalonyl-CoA pathway and those

using the acrylyl-CoA pathway. As expected, proton
translocation during fumarate reduction in the methylma-
lonyl-CoA pathway adds substantially to the energy yield
whereas there was no indication of electron transport
phosphorylation in acrylyl-CoA reduction. Acrylyl-CoA
reductase of C. homopropionicum and C. neopropionicum
was found nearly entirely in the cytoplasmic cell fraction,
thus con¢rming that this enzyme is unlikely to be involved
in ion translocation across the cytoplasmic membrane. In
this respect, acrylyl-CoA reduction resembles crotonyl-
CoA reduction in butyric acid-forming clostridia [1]. The
redox potential of the crotonyl-CoA/butyryl-CoA couple
at pH 7.0 was reported to be 125 mV [17] ; a more recent
publication gives a more positive value, 10 mV [18]. In
the same publication, the redox potential of the acrylyl-
CoA/propionyl-CoA couple was determined to be substan-
tially more positive, i.e. +69 mV. Although acrylyl-CoA
reduction could therefore be coupled to substantial ATP
formation it appears that the free energy available in this
reaction is released as heat and does not contribute to
ATP synthesis. The cell yields obtained (on average 5.9 g
per mol lactate with P. freudenreichii, and 2.4 g per mol
lactate with C. homopropionicum) allow calculation of an
YATP value of 7.2 7.7 g per mol ATP, which is to be
expected for growth in a mineral medium with one simple
carbon source [19]. The ratio of both values is 2.45 and
con¢rms nearly exactly the assumption that 2U2/3 ATP is
synthesized in fumarate reduction [3].
The obviously lower ATP yield of C. homopropionicum

compared to P. freudenreichii could be compensated by
di¡erent metabolic strategies. P. freudenreichii seems keyed
to maximum energy yield during growth in pure culture,
which may be of advantage in the rather rich environment
it is known to live in. C. homopropionicum, on the other
hand, might prefer to cooperate with partner organisms,
e.g. hydrogen-scavenging methanogens, similar to the bu-
tyrate-forming clostridia [20], and increase its ATP yield
by a shift to nearly exclusive acetate formation. Our re-
sults here document that the strains we tested do not
choose this alternative. Hydrogen formation was observed
only to a small extent, and cocultivation with a hydrogen-
scavenging methanogen did not shift the fermentation sto-
ichiometry signi¢cantly.
A disadvantage in energy conservation could also be

compensated for by higher substrate a⁄nity to secure en-

Table 3
Summary of energetic and kinetic data of propionate fermentation by di¡erent bacteria

Organism Pathway Wmax

(h 1)
YS (g
mol 1)

qmax (lactate)
(Wmol h 1 g 1)

ATP/lactate
(mol mol 1)

qmax (ATP)
(Wmol h 1 g 1)

KS (WM) a0 = qmaxK 1
S

(l h 1 g 1)

C. homopropionicum Acrylyl-CoA 0.33 2.6 127 0.33 42 560R 210 0.113
P. freudenreichii MeMal-CoA 0.12 6.0 20 0.78 15.6 140R 30 0.118
V. parvula MeMal-CoA 0.20 2.2 91 0.33 30 290R 180 0.280
P. propionicus MeMal-CoA 0.03 3.82 7.9 0.78 6.2 N.D. N.D.

MeMalCoA = methylmalonyl-CoA.
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ergy supply under conditions of substrate limitation that
are typical of natural environments. Contrary to our ex-
pectation, C. homopropionicum exhibited substantially
higher half-saturation constants (KS) than P. freudenrei-
chii. However, C. homopropionicum grew at considerably
higher rates and, due to its lower growth yield, reached far
higher maximal substrate turnover rates (qmax) than P.
freudenreichii. According to Button [21,22] it is not the
half-saturation constant KS itself but the initial slope of
the substrate saturation curve that determines the outcome
of competition between two organisms with di¡erent sub-
strate uptake kinetics. This initial slope (a0) can be calcu-
lated from qmax and KS, and comes out to nearly equal
values for C. homopropionicum and P. freudenreichii
(Table 3). Obviously, C. homopropionicum compensates
its high half-saturation constant by a very high substrate
turnover rate.
A di¡erent situation occurs with V. parvula. This bacte-

rium carboxylates pyruvate to oxaloacetate not by a trans-
carboxylase reaction with methylmalonyl-CoA as carbox-
ylic group donor, but by an ATP-consuming pyruvate
carboxylase [7]. Decarboxylation of methylmalonyl-CoA
to propionyl-CoA is coupled to the establishment of a
transmembrane sodium ion gradient [23,24] which can
conserve the equivalent of 1/3 ATP unit per reaction
[25]. If fumarate reduction in this metabolism is coupled
to synthesis of 2/3 ATP as assumed above, both reactions
add up to cover just the ATP expenditure of pyruvate
carboxylation, leaving a balance of 1 ATP per 3 lactate
for the lactate fermentation by V. parvula, equivalent to
the situation with C. homopropionicum. The yield data
obtained con¢rm exactly this hypothesis, with nearly iden-
tical yields for the latter two organisms. Also with respect
to the speci¢c substrate uptake rate and its kinetic proper-
ties, V. parvula, although using the methylmalonyl-CoA
pathway, resembles C. homopropionicum more than P.
freudenreichii (Table 3).

P. propionicus can also ferment ethanol to acetate plus
propionate, according to the equation:

3 CH3CH2OHþ 2 CO2 ! CH3COO þ

2 CH3CH2COO þ 3 Hþ þH2O ð2Þ

vGo0 ¼ 124 kJ per 3 mol ethanol

and uses the methylmalonyl-CoA pathway [26]. P. propio-
nicus exhibited di¡erent growth rates and growth yields
when growing either with lactate or ethanol. The compa-
rably low growth yield with lactate (about 2/3 of that of P.
freudenreichii) may be due in part to its slow growth and
the high proportion of energy going into the maintenance
metabolism. Growth with ethanol, on the other hand,
although substantially faster, produced far lower cell
yields than growth with lactate, as expected from the low-
er total energy available in this transformation (Eq. 2).
The fermentation pathways for both substrates do not

di¡er by reaction steps associated with substrate-level
phosphorylation [26]. Since there is obviously also no dif-
ference in fumarate reductase activity or in cytochrome
content, the di¡erent cell yields cannot be attributed to
di¡erent e⁄ciencies of operation of this enzyme system
either. It remains unclear how these di¡erences are to be
explained. Either the ferredoxin-dependent reductive car-
boxylation of acetyl-CoA to pyruvate requires metabolic
energy, e.g. in a proton-driven reversed electron transport
from NADH to ferredoxin, or the additional ATP yield
during lactate degradation is due to energy conservation in
lactate uptake, di¡erent from the assumed energy conser-
vation in lactate excretion by lactic acid fermenting bac-
teria [27,28]. If this is so, this increases the metabolic £ex-
ibility of P. propionicus, which can also increase its ATP
yield by enhanced acetate formation and interspecies hy-
drogen transfer to a methanogenic partner.

Acknowledgements

The authors want to thank Wolfgang Buckel, Marburg,
for helpful comments on the energetics of propionate fer-
mentation.

References

[1] Thauer, R.K., Jungermann, K. and Decker, K. (1977) Energy con-
servation in chemotrophic anaerobic bacteria. Bacteriol. Rev. 41,
100 180.

[2] Schink, B. (1997) Energetics of syntrophic cooperations in methano-
genic degradation. Microbiol. Mol. Biol. Rev. 61, 262 280.

[3] Schink, B. (1990) Conservation of small amounts of energy in fer-
menting bacteria. In: Biotechnology Focus 2 (Finn, R.K. and Pra«ve,
P., Eds.), pp. 63 89. Hanser, Munich.

[4] Buckel, W. (1999) Anaerobic energy metabolism. In: Biology of the
Prokaryotes (Lengeler, J.W., Drews, G. and Schlegel, H.G., Eds.),
pp. 278 326, chapter 12. Thieme, Stuttgart.

[5] Buckel, W. (2001) Unusual enzymes involved in ¢ve pathways of
glutamate fermentation. Appl. Microbiol. Biotechnol. 57, 263 273.

[6] Hilpert, W. and Dimroth, P. (1991) On the mechanism of sodium ion
translocation by methylmalonyl-CoA decarboxylase form Veillonella
alcalescens. Eur. J. Biochem. 195, 79 86.

[7] Denger, K. and Schink, B. (1992) Energy conservation by succinate
decarboxylation in Veillonella parvula. J. Gen. Microbiol. 138, 967
971.

[8] Janssen, P.H. (1992) Growth yield increase and ATP formation
linked to succinate decarboxylation in Veillonella parvula. Arch. Mi-
crobiol. 157, 442 445.

[9] Widdel, F. and Pfennig, N. (1981) Studies on dissimilatory sulfate-
reducing bacteria that decompose fatty acids. I. Isolation of a new
sulfate-reducer enriched with acetate from saline environments. De-
scription of Desulfobacter postgatei gen. nov. sp. nov. Arch. Micro-
biol. 129, 395 400.

[10] Schink, B. (1984) Fermentation of 2,3-butanediol by Pelobacter car-
binolicus sp. nov. and Pelobacter propionicus sp. nov., and evidence
for propionate formation from C2-compounds. Arch. Microbiol. 137,
33 41.

[11] Dickerson, R.E. and Timkovich, R. (1975) Cytochromes c. In: The

69



Enzymes. XI: Oxidation-Reduction (Boyer, P.D., Ed.), pp. 397 547.
Academic Press, New York.

[12] Deeb, S.S. and Hager, L.P. (1974) Crystalline cytochrome b1 from
Escherichia coli. J. Biol. Chem. 239, 1024 1031.

[13] Boonstra, J., Huttunen, M.T. and Konings, W.N. (1975) Anaerobic
transport in Escherichia coli membrane vesicles. J. Biol. Chem. 250,
6792 6798.

[14] Engel, P.C. (1981) Butyryl-CoA dehydrogenase from Megasphera
elsdenii. Methods Enzymol. 71, 359 365.

[15] Brune, A. and Schink, B. (1990) Pyrogallol-to-phloroglucinol conver-
sion and other hydroxyl-transfer reactions catalyzed by cell extracts
of Pelobacter acidigallici. J. Bacteriol. 172, 1070 1076.

[16] Bradford, M.M. (1976) A rapid and sensitive method for the quanti-
¢cation of microgram quantities of protein utilizing the principle of
protein-dye binding. Anal. Biochem. 72, 248 254.

[17] Gustafson, W.G., Feinberg, B.A. and McFarland, J.T. (1986) Ener-
getics of L-oxidation. Reduction potentials of general fatty acyl-CoA
dehydrogenase, electron transfer £avoprotein, and fatty acyl-CoA
substrates. J. Biol. Chem. 261, 7733 7741.

[18] Sato, K., Nishina, Y., Setoyama, C., Miura, R. and Shiga, K. (1999)
Unusually high standard redox potential of acrylyl-CoA/propionyl-
CoA couple among enoyl-CoA/acyl-CoA couples : a reason for the
distinct metabolic pathway of propionyl-CoA from longer acyl-CoAs.
J. Biochem. 126, 668 675.

[19] Stouthamer, A.H. (1979) The search for correlation between theoret-
ical and experimental growth yields. International Review of Bio-
chemistry. Microb. Biochem. 21, 1 47.

[20] Schink, B. (1999) Ecophysiology and ecological niches of prokary-
otes. In: Biology of the Prokaryotes (Lengeler, J.W., Drews, G. and
Schlegel, H.G., Eds.), pp. 723 762, chapter 30. Thieme, Stuttgart.

[21] Button, D.K. (1985) Kinetics of nutrient-limited transport and micro-
bial growth. Micobiol. Rev. 49, 270 297.

[22] Button, D.K. (1991) Biochemical basis for whole-cell uptake kinetics:
speci¢c a⁄nity, oligotrophic capacity, and the meaning of the Mi-
chaelis constant. Appl. Environ. Microbiol. 57, 2033 2038.

[23] Hilpert, W. and Dimroth, P. (1982) Conversion of the chemical en-
ergy of methylmalonyl-CoA decarboxylation into a Naþ gradient.
Nature 296, 584 585.

[24] Hilpert, W. and Dimroth, P. (1983) Puri¢cation and characterization
of a new sodium-transport decarboxylase. Methylmalonyl-CoA de-
carboxylase from Veillonella alcalescens. Eur. J. Biochem. 132, 579
587.

[25] Dimroth, P. and Schink, B. (1998) Energy conservation in the decar-
boxylation of dicarboxylic acids by fermenting bacteria. Arch. Micro-
biol. 170, 69 77.

[26] Schink, B., Kremer, D.R. and Hansen, T.A. (1987) Pathway of pro-
pionate formation from ethanol in Pelobacter propionicus. Arch. Mi-
crobiol. 147, 321 327.

[27] Otto, R., Lageveen, R.G., Veldkamp, H. and Konings, W.N. (1982)
Lactate e¥ux-induced electrical potential in membrane vesicles of
Streptococcus cremoris. J. Bacteriol. 149, 733 738.

[28] Otto, R., Sonnenberg, A.S., Veldkamp, H. and Konings, W.N. (1980)
Generation of an electrochemical proton gradient in Streptococcus
cremoris by lactate e¥ux. Proc. Natl. Acad. Sci. USA 77, 5502 5506.

70


	Text3: First publ. in: FEMS Microbiology Letters 211 (2002), pp. 65-70
	Text4: Konstanzer Online-Publikations-System (KOPS)
URL: http://www.ub.uni-konstanz.de/kops/volltexte/2008/6053/
URN: http://nbn-resolving.de/urn:nbn:de:bsz:352-opus-60535


